A selective intra-HN(CA)CO experiment for the backbone assignment of deuterated proteins.
A modified version of the backbone TROSY based 3D HN(CA)CO experiment is presented that provides uniquely intraresidue correlation shift information, by efficiently suppressing the sequential connectivity data. The resulting reduction in the number of peaks decreases overlap and removes ambiguities in situations where in the conventional HN(CA)CO i and i - 1 correlations are overlapped or are comparable in intensity. The sequential residue connection is obtained in combination with a 3D HNCO. MQ- and SQ-implementations of the experiment were tested on a deuterated protein with a correlation time of 28 ns ( approximately 60 kDa).